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Expression of NFATc3 in malignant melanoma and its effects on cell survival and

metastasis
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[ Abstract | Objective  To investigate the expression and significance of NFATc3 in different
malignant melanoma ( MM) tissues and cells. Methods The metastatic (11 cases) and non-metastatic (20
cases) MM tissues and adjacent tissues (3 cases) were collected in paraffin sections. MM cell lines with
different malignancy were compared and transfected with Crispr/Cas9 knock-down plasmid. The effects of
NFATc3 expression on the proliferation, apoptosis and invasion of MM cells were observed by
immunohistochemical staining, qPCR, Western blotting, CCK-8 assay and flow cytometry. Results
(D NFATc3 was highly expressed in MM tissues, but hardly seen in the adjacent tissues ( P<0.01). Its
expression at mRNA and protein levels was obviously up-regulated in the Mel-RM cells when compared with
the A375 cells (P<0.01). @After NFATc3 knock-down, the cell survival rate of NFATc3 knock-down group

was significantly decreased ( P<0.05). The proportion of Caspase-3 positive fluorescent cells was significantly
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increased (P<0.01). Flow cytometry and TUNEL staining showed an increased proportion of apoptotic cells

in the knock-down group (P<0.05) , and further Western blot assay confirmed that the expression of activated

Caspase-3 (17x10%) and Caspase-8 (18X 10°) proteins were increased. (3)The number of invaded and

migrated cells in the knock-down group were significantly reduced by wound healing test and Transwell test

(P<0.01). Conclusion

NFATe3 is highly expressed in metastatic MM, and its expression level is

correlated to the malignancy. NFATe3 knockdown can induce the apoptosis and inhibit the invasion and

migration abilities of MM cells.
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GAPDH ( 24 [H CST,1:1 000 f& ) ,4 CIEHE %,
TBST $EfiE 3 e, A 3t : £/ i il HRP (£ [
Jackson,1:5 000) , = iRFF 2 hy BRG] & B
JEHAT BT, M TPP B Gt 25 IR BE AR
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(P<0.01,[8 2B .C) B T IR 2k

H4 sgRNA3-NFATC3 G ekl J5z ki A1 BH 4 XoF B BT A
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PR I R BRI TR B DA
MM A R 6 BB 7 A SRR 7 B 3R, 1T Ry
PEPAT ROV 238 P UH T 730 sl 2k ARk AR
et e R AR E ' . i —453E 3 Western blot K &
P, BEAR NFATC3 (4 % 3K )5, Mel-RM 4 jifd 3% £k 14
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A T ORAP 40 M A 32 3 T PR 752 0 1) 45 2R AH
HEHIE, $278 NFATC3 A BBl o 22 Fig 42 10 40 M 4
P R AR

AN, MM i Y2 78 TR B8 )t B 1
PR IG5 iR 2 J SN BB 2 DIAH G . AESRE
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